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Cxema Gene annotation
[Iaru aHamoOruyYHBI MPEABLAYIIUM IIYHKTaM, HO TIPH 3aITyCKe CXeMbl (IIyHKT 7), BXOJHbIC JaHHbIE
3a7aroTces He ¢ ¢ailioBoit cuctemsl, a u3 6a3sl BioUML. Umnopt ¢aitnos B 6a3y npou3BOAUTCS
AQHAJIOTMYHO 4 ITyHKTY.



